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and dark cages in waxing gibbous and waxing crescent. The present study would be helpful for
prediction of larval population in the field.

AB084: Resistance to nematodes in chickpea
Zwart RS*, Reen RA, Clewett TG, Sheedy JG, Owen KJ, and Thompson JP
University of Southern Queensland, Toowoomba, Australia;
*Email: rebecca.zwart@usq.edu.au
Plant-parasitic nematodes are important constraints to chickpea production, causing global annual
yield losses in chickpea estimated at 14%. Nematode species recognized as causing significant
economic damage in chickpea include root-knot nematodes (Meloidoygne artiella, M. incognita,
M. javanica), root-lesion nematode (Pratylenchus thornei), cyst nematode (Heterodera ciceri) and
reniform nematode (Rotylenchulus reniformis). Reduced functionality of roots due to nematode
infestation leads to water stress and micronutrient deficiency. Thus, symptoms of nematode
damage in chickpea roots are non-specific and not easily identifiable. Integration of resistant crops
with appropriate agronomic practices is recognized as the most practical, safest, economic and
effective control strategy for plant-parasitic nematodes. However, breeding for resistance to plantparasitic nematodes has numerous challenges that originate from the lack of resistance available
in the cultivated chickpea (Cicer arietinum) gene pool. Progress in the identification of genetic
sources of nematode resistance through screening modern cultivars, germplasm available in
international genebanks, and wild Cicer relatives will be discussed, with a focus on the
advancements that have made in breeding chickpea for resistance to P. thornei in Australia. While
levels of resistance to M. artiellia, P. thornei and H. ciceri have been identified in wild Cicer
relatives that are superior to resistance levels in C. arietinum, barriers to interspecific hybridization
restrict the use of sources of nematode resistance to Cicer species belonging only to the primary
gene pool (C. reticulatum and C. echinospermum). Recent advances in chickpea genomics will
enable better targeting of molecular markers to desired resistance genes to accelerate introgression
of superior nematode resistance into commercial chickpea cultivars.

AB085: Variation of faba bean genotypes to different Orobanche crenata biotypes in Egypt
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Faba bean (Vicia faba L.) is an important grain legume in East Asia and North Africa. faba bean
productivity is severely affected by broomrapes. Resistant varieties to Orobanche have different
responses to different Orobanche biotypes. The aim of this study was to evaluate the reactions of
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different faba bean genotypes to five Orobanche populations collected from Sakha, Giza, Malawi,
Sids and Shandaweel during 2012/13 and 2013/2014 seasons in Egypt. Two partial resistant
varieties (Misr-3 and Giza-843) and one susceptible (Giza-3) were planted in infested soils with
different Orobanche populations in randomized block design in early November for cropping
2012/2013 and in split plot design with two date of planting in first week of November and first
week of December in 2013/2014 with two different treatments by glyphosate. Genetic
relationships the five Orobanche population was estimated by Jaccard genetic distance using five
ISSR markers. The results indicated significant differences among genotypes for their reactions to
the different Orobanche populations and date of planting. The variety Misr3 showed high degree
of resistance to all populations than Giza-843. The genetic distance of the Orobanche populations
showed significant differences within populations but not among populations.

AB086: First record of natural enemies of faba bean Stem borer, Lixus algirus L.
(Coleoptera: Curculionidae) in Morocco
Ait taadaouit N1,2*, El Fakhouri K2, Sabraoui A2, Rohi L1 and El Bouhssini M2
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The stem borer weevil, Lixus algirus L. (Coleoptera: Curculionidae), causes severe damage to faba
bean (Vicia faba L.) in Morocco. This polyphagous insect is widely found in many parts of the
world, particularly in Mediterranean areas. The biology and ecology studies of this weevil and
associated host plants were conducted in the field at Douyet in Fez, Morocco during two seasons
(2014/2015 and 2015/2016) under natural and cultivated habitats to determine their diversity at
different stages of life cycle of this insect pest. From this field study, we report the first
identification of four natural enemies (parasitoid and predators) of faba bean Stem borer in
Morocco, two are egg parasitoids Chlorocytus lixi and Anaphes longicornis, one is an egg predator
Orius sp., and the last is a larval parasitoid (Cyanopterobracon). The egg parasitism ranged from
57.3% to 63.1% for C. lixi, whereas larval parasitism ranged from 13.4% to 17.2% for
Cyanopterobracon. These results showed that cultivated and natural environments harbor a diverse
natural enemy community worthy of conserving for Stem borer biological control in Morocco.

AB087: Gene integration for developing resistance to Orobanche of Vicia faba L.
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Orobanche is an obligate holoparasite that attacks faba bean crop and causes severe economic
losses. To overcome this problematic weed, the use of biotechnological tools can help to develop

