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showed that Irrigation with saline water significantly reduced all plant growth parameters in comparison 
to the respective control. However the protein and chlorophyll content showed an increasing trend with 
salt stress. Alleviation of growth arrest was observed with exogenous applications of salicylic acid (SA) 
under salt stress conditions. Overall, the positive effect of SA towards resistance to the salinity of faba 
bean will provide some practical basis for cultivation.  
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Faba bean (Vicia faba L.) is one of the earliest food legumes of Ethiopia used as source of high protein 
for human and animal consumptions. Many cultivars are released from local and exotic sources targeting 
different agro-ecologies. The study was designed to determine the genetic diversity of 32 faba bean 
varieties using phenotypic traits and ISSR markers. The experiment was conducted at three locations: 
Sinana, Agarfa and Selka for agro-morphological performance and at Addis Ababa University; Plant 
Genetics Research Laboratory for ISSR fingerprinting during 2014/2015. Genomic DNA extraction was 
done based on modified CTAB method from young leaf sample. The combined analysis of variance over 
three locations showed highly significant (P<0.01) variations among the varieties for the majority of 
traits recorded in the study. The combined estimate of all variance components and coefficient of 
variability indicated the presence of high variability among faba bean varieties. Seed yield showed strong 
positive phenotypic association with seed production efficiency (r=0.9437); seed filling rate (r=0.9608) 
and seed yield per day (r=0.9862). The cultivars were grouped into seven major clusters where the first 
three PCA accounted 65.2% of the total variation. Eleven ISSR primers amplified 120 bands, of which 
107 loci were polymorphic ranged from 60% to 100% per primer. The highest gene diversity (0.38) and 
Shannon index (0.56) were recorded by primer 860, whereas least gene diversity (0.18) was obtained 
from primers 848 and 857. The genotypic analyses showed three major clusters based on Jaccard’s 
similarity coefficient ranging from 0.29 to 0.77. The highest genetic similarity value was observed 
between Mesay and Bulga-70 (0.77) and distant genetic similarity between Obse and Didea (0.29).  
Hence, phenotypic and ISSR markers are helpful to assess the extent and pattern of genetic diversity 
among faba bean cultivars helping breeders for further crossing and other improvement efforts. 
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Faba bean (Vicia faba L.) is one of the most important grain legumes grown world-wide for food and 
feed. Heat is the major abiotic stress along with drought and affecting faba bean productivity in heat 
prone areas. In this study we assessed the performance of 140 faba bean accessions representing the GCP 
reference set under heat prone conditions at ICARDA, Terbol station in Lebanon during 2015 summer 
season. The accessions were planted, using alpha lattice design with two replications with two checks. 
Data on days to flowering, growing degree days, number of pods per plant, number of mature pods per 
plant, number of seed per plant, number of mature seeds per plant, number of mature seeds per pod, 
hundred seed weight and plant height were collected. Pollen samples were collected at 30 and 35°C and 
tested for their germination. Principle Component Analysis showed that at 35°C degrees, yield 
component and pollen viability explained 58% of the total variation. Based on these results, seven heat 
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tolerant accessions were selected for further analysis like association mapping and consequently 
identifications of QTL associated with heat tolerance.  
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Green gram (Vigna radiata L Wilczek), is a self-pollinated diploid (2n = 22) pulse crop, with a genome 
size of 515 Mb/1C, popularly known as mungbean and is Native to the Indian subcontinent. Green gram 
is an excellent source of proteins (19-28%), mineral (0.18-0.21%) and vitamins which complements the 
staple rice diet in Asia and particularly in India. Among the various diseases limiting the mungbean 
productivity, Yellow Mosaic Virus YMV or Yellow Mosaic Disease (YMD) transmitted through the 
white fly, Bemisia tabaci Genn, is wide spread. In the present investigation, an attempt was made to 
study the genetic diversity among 17 varieties of mungbean, collected from different geographical 
regions of India using Simple Sequence Repeat (SSR) markers. Genetic similarity among varieties was 
estimated using Jaccords Coefficient of similarity. Dendrogram was performed using the Unweighted 
Pair Group Method with an Arithmetic mean (UPGMA) algorithm and the NTSYS software. Molecular 
polymorphism was 58.8% with 29 SSR primers indicating the low level of genetic variation among the 
varieties. The mungbean variety WGG-2 is appeared to be more divergent with 42.1% similarity, while 
high similarity of 81.7% was recorded between two susceptible varieties KM 14-34 and Km 14- 61 and 
between resistant, ESM 14-1413 and susceptible KM 14-57 variety. In one cluster all the resistant 
varieties (ESM 14-1312, KM14-43 and KM 14-62) and all the susceptible varieties (KM 14-34, Km-14-
61 and MGG-295) grouped based on their phenotypic disease reaction for YMV, except resistant variety 
WGG-42 is grouped with susceptible varieties. The study indicated that SSR marker profiles were best-
suitable for assessing genetic relationships among YMV resistant and susceptible varieties. 
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The ability of Lathyrus sativus L. (grass pea) to provide an economic yield with low input under water 
stress conditions, drought and water logging, has made it a popular crop in subsistence farming in many 
developing countries. In Algeria, under low rainfall conditions, (250-300 mm) there is tendency to 
increase monoculture of cereals such as wheat, the integration of grass pea in the rotation can make the 
production system more sustainable by improving soil fertility and producing feed for livestock. Our 
main objective is to study the behavior of different populations of this species in high plains of Setif in 
order to determine the most adapted genotypes for semi-arid conditions. Ten local populations were 
collected in different regions of Algeria and evaluated under field condition using RCBD experimental 
design. The traits evaluated were phenologic (date of the beginning and the end of flowering, date of 
formation of pods and date of complete maturity, biometric (number of lost plants, plant height, number 
of seeds per pod and per plant, weight of 1000 seeds, and number of pods per plant) and morphologic 
(flower color, seed color, seed size, pod shape, seed shape, plant growth habit, leaflet shape. Variance 
analysis was used to estimate differences among populations. Despite severe climate (drought and late 
spring frosts) all populations grew and produced seeds. The analyses showed significant differences 
between populations for most traits. However, two groups of populations were distinguished, those with 


