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· Evaluate and identify phosphorus use efficient (PUE) soybean lines/germplasm
· Establish and use managed low phosphorus phenotyping/selection environments
· Initiate and develop populations segregating for phosphorus use efficiency 

Results and future plans
Twelve genotypes were planted at two sites in Malawi, Dowa and Nkotakota, under zero phosphorus application and at 24 kg/ha phosphorus application. Due to the severe drought, trials at Nkotakota were written off. The results from Dowa showed no significant differences in the performances of varieties at both low and high levels of P for all the measured traits, Table1. This might be due to the drought experienced, hence little use of the phosphorus which was applied. Also the population size evaluated was small, hence the need for a evaluate large population with a minimum number of 100 soybean lines in the 2016/17 season to identify potential lines to use as parents in the breeding program.

Table1. Performances of 12 soybean varieties under low P (0 kg/ha; P-0) and high P (24 kg/ha; P-24) at Dowa, Malawi during the 2015/16 season.

	 
	Grain Yield (tonnes/ha)
	Days Flowering
	Fodder Yield (tonnes/ha)
	100 Seed Weight (g)

	Variety
	P-0
	P-24
	P-0
	P-24
	P-0
	P-24
	P-0
	P-24

	NASOKO
	0.8
	1.35
	44.7
	44.00
	2.8
	3.00
	17.0
	16.33

	TGX 1989-64F
	0.7
	1.12
	58.0
	56.67
	3.9
	3.92
	13.7
	14.33

	TGX 1989-65F
	1.7
	0.71
	62.0
	63.00
	3.8
	2.92
	14.3
	13.00

	TGX 2001-10DM
	1.0
	1.93
	48.0
	46.67
	2.9
	5.17
	14.3
	14.00

	TGX 2001-20FM
	1.0
	1.44
	46.0
	46.00
	2.4
	3.58
	15.3
	15.67

	TGX 2001-23DM
	0.7
	0.77
	46.0
	46.00
	3.1
	2.58
	16.7
	17.00

	TGX 2001-5DM
	1.4
	1.07
	44.0
	45.33
	4.3
	3.92
	20.0
	18.67

	TGX 2001-6DM
	1.5
	0.71
	50.0
	49.33
	2.9
	3.75
	13.3
	14.33

	TGX 2001-6FM
	1.4
	1.22
	56.0
	55.33
	3.8
	2.75
	14.7
	14.33

	TGX 2001-9DM
	1.1
	1.00
	46.0
	48.67
	2.8
	2.42
	16.0
	15.00

	TGX 2002-5FM
	1.4
	1.25
	47.3
	44.67
	3.6
	3.75
	15.3
	16.33

	TIKOLORE
	0.9
	1.15
	46.0
	47.33
	2.9
	3.50
	13.3
	13.33

	 
	 
	 
	 
	 
	 
	 
	 
	 

	nreps
	3
	3
	3
	3
	3
	3
	3
	3

	Genotype_Variance
	0.0
	0.1
	31.7
	31.5
	0.1
	0.3
	3.0
	2.4

	Residual_Variance
	0.2
	0.2
	8.8
	8.2
	0.6
	0.9
	2.0
	1.1

	Grand_Mean
	1.1
	1.1
	49.5
	49.4
	3.3
	3.4
	15.3
	15.2

	LSD
	0.8
	0.7
	5.0
	4.9
	1.3
	1.6
	2.4
	1.8

	CV
	34.4
	31.6
	4.9
	4.7
	19.1
	21.9
	7.6
	5.8

	Heritability
	0.4
	0.5
	0.9
	0.9
	0.4
	0.5
	0.8
	0.9




